Kaposi's sarcoma (KS) is a multifocal tumor that occurs predominantly in the skin, visceral organs, and lymph nodes (Safai and Good, Clin Bull 1980; 10: 62) . KS lesions evolve over time from patch or plaque-like lesions in the early stages to nodular lesions characteristic of late stages. Histologic hallmarks that characterize all stages of KS include a prominent microvasculature, a large inflammatory cell infiltrate, and, especially in later stages of development, bundles of spindleshaped cells. These spindle-shaped cells have been regarded as the tumor cells of KS (Safai and Good, Clin Bull 1980; 10: 62) .
Epidemiologic observations suggested that AIDS-related KS may be linked to a sexually transmitted infectious agent other than HIV (Beral et al, Lancet 1990; 335: 123) . Recently, a novel human herpesvirus, referred to as either KS-associated herpesvirus or human herpesvirus 8 (HHV-8) has been detected in bioptic specimens of AIDS-KS (Chang et al, Science 1994 , 266: 1865 . Subsequently, HHV-8 DNA sequences have been identified in all clinical forms of KS (classical, endemic, iatrogenic, and AIDS-related), suggesting that HHV-8 may be the common etiological agent of KS (Nador et al, N Engl J Med 1995; 333: 943; Ambroziak et al, Science 1995; 268: 582; Schalling et al, Nat Med 1995; 1: 707; Memar et al, J Mol Med 1995; 73: 603) . In addition, HHV-8 sequences have been detected in primary effusion lymphoma, and in multicentric Castleman's disease and in the dendritic cells of the bone marrow of patients with multiple myeloma (Soulier et al, Blood 1995; 86: 1276; Cesarman et al, N Engl J Med 1995; 332: 1186; Dupin et al, N Engl J Med 1995; 333: 799; Otsuki et al, Leukemia 1996; 10: 1358; Rettig et al, Science 1997; 276: 1851) .
The identification and characterization of the HHV-8 gene products expressed in these proliferative processes may clarify the role of HHV-8 in these diseases. In situ hybridization with strand-specific RNA hybridization probes was used in order to investigate HHV-8 gene expression in KS primary lesions of different epidemiological origin (AIDS-KS, classical KS, African KS) and different stages of development (early-patch, late-nodular). Transcription of the following mRNAs was examined (summarized in Table 1 
